148-amino acid sequence of 16.5 kD with an isoelectric point of 7.95. The peptide has a conserved region containing a putative active Cys residue at position 85 that is observed in other E2 sequences (Sullivan and Vierstra, 1989; Jentsch et al., 1990) and is thought to be required for the thiol ester formation with ubiquitin (van Nocker and Vierstra, 1991) . In addition, a further Cys residue is present at position 108. The presence of two Cys residues and two ubiquitin thiol ester species has been observed for both wheat and Arabidopsis E2s, suggesting that E2s may interact with more than a single ubiquitin simultaneously (Sullivan and Vierstra, 1989; Sullivan et al., 1990) .
The cDNA clone ERT 17 was isolated as part of a research program to identify genes expressed at the onset of tomato fruit ripening (Picton et al., 1993) . ERT 17 mRNA is detected during fruit development and increases to a peak after the onset of ripening. It is present both in leaves and at an increased leve1 in senescing and mechanically wounded leaf tissue. Although ripening, wounding, and foliar senescence are a11 ethylene-mediated processes, ERT 17 mRNA accumulation in fruit is not increased by ethylene treatment, and This work was supported by a grant from the Agricultura1 and Food Research Council.
* Corresponding author; fax 44-602-516334. Abbreviation: E2, ubiquitin-camer/conjugating protein. Plant Physiol. Vol. 103, 1993 thus its interrelationship with ethylene evolution appears casual rather than causal. The terminal differentiation of these ripening, senescent, and wounded tissues suggests a possible role for LeE216.5 enzyme in selective protein degradation that occurs during plant cell or organ senescence. The other three plant E2s reported Vierstra, 1989,1991) a11 show high homology with an E2 encoded by the Saccharomyces cerevisiae DNA repair gene, RAD6. The sequence reported here shows greatest homology with the yeast class I UBC4/UBC5 type E2 enzymes, implicated specifically in the ubiquitination and breakdown of very shortlived and abnormal proteins (Jentsch, 1992) and is the first E2 of this class to be identified from tomato. Recently, a multigene family of similar E2s from Arabidopsis (At UBC8-12) has been reported (Girod et al., 1993) .
